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Analysis of the Genetic Diversity of Germplasm Resources of Duchesnea indica from Hunan by Random
Amplified Polymorphic DNA

LIU Xiang-dan, GAO Yu,ZHANG Ya-li, CAI Jia-luo, TONG Qiao-zhen, ZHANG Cong-zi(School of Pharmacy,
Hunan University of Chinese Medicine, Changsha 410208, China)

ABSTRACT OBJECTIVE: To study the genetic diversity of germplasm resources of Duchesnea indica from Hunan. METHODS :
The random amplified polymorphic DNA (RAPD) reaction system of germplasm resources was established and RAPD-PCR was ad-
opted to detect the expressions of 24 groups of D. indica from Hunan (including 21 wild and 3 cultivated varietos in different geo-
graphical distribution). Agarose gel electrophoresis was used to analyze the results and calculate allele number (Na) , effective al-
lele number (Ne) the polymorphism points percentage (PPB), Nei’s gene diversity index (H) and Shannon’s information index
(I). RESULTS: Totally 14 polymorphic primers were screened and 90 electrophoresis bands were amplified, including 81 polymor-
phic bands with Na of 1.900 0, Ne of 1.540 1, PPB of 90.0%, H of 0.312 8 and I of 0.467 5. CONCLUSIONS: The genetic diver-
sity of D. indica from Hunan is rich, and there were differences in genetic background between the cultivated species and wild spe-
cies; clustering results show significant correlation with geographic distribution.

KEYWORDS Duchesnea indica; Germplasm resources; Random amplified polymorphic DNA; Genetic diversity; Clustering
analysis; Polymerase chain reaction
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Note: W was wild species; C was cultivated varieties. The leaves of
sample No.12 were deeply lobed, and was different from other samples
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Tab 2 Primer sequences and amplification results of 14

polymorphic primers
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p3 GGGGGTCTTT 6 6 100
P GAACGGACTC 6 6 100
9 GTGTGCCCCA 6 5 83
P19 AGGGCGTAAG 6 6 100
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Fig 1 Electrophoretogram of primer P25 to 24 groups of D.
indica samples
M. Marker; 1-24. 24 groups of D. indica samples
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Fig 2 Electrophoretogram of primer P33 to 24 groups of D.

indica samples

M. Marker; 1-24. 24 groups of D. indica samples
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Tab 3 Genetic diversity indexes of 24 groups of D.indica
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Tab 4 Genetic similarities of 24 groups of D. indica
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Fig 3 Clustering analysis tree diagram based on the D. indi-
ca RAPD
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