-IGKRZ -

CYP2D6 F [K] 25 254 X5 Bl N7 WRIAR I 245 30% 1 K s PR 7 RU A s i

¥ B RS FIELENTER T AR, R R 518020 2.8 M O BREE ELHE, S
A EH 518020)

HESES R971°.3;R969.3;RI68
DOI  10.6039/j.issn.1001-0408.2013.18.11

XHEPRERRS A XEHSE  1001-0408(2013)18-1660-03

W E BRI @RE £ Pe B4 CYP2D6 49 3L B % A M xd 1T siokowd dn 25 3% B BN R 7 200 %vl , A A A A R S 4
ARAC L SRR YE o 77 ik« BA B A &5 WT AR VE A AE Ay - FLoE B 4 2 T Sivkoed S 0 4 JB) 6908 97 , 0 R TR Bl RSt - FROB) 4 Ay
WK B % A7 % (PCR-RFLP ) #it] 84 4] & % CYP2D6 exon | C/T1884%. & 69 K B % A0 ; KA BAE & 20& AR &35 5 ] 2 19T 2ok
v 04 - o 25 IR B SRS ST 0.2 4 Bl o Rl BEAT FA A Fe T M 42 A 425 R (PANSS) 745, 4R 846 EHF, CICRTH|(8.3%),
C/TA 434 (51.2% ), T/T % 34451 (40.5% ), CYP2D6 exon | C/T1884% & 2 B &) T % vh s 26 5 B /70 B bb , C/C &) o 25 3R /70 B bk
"E, CTRRZ, TTR R, SFREGER A P, 5 2 8 KT ok 6957 5 £ F A% 55 L, ™ F 4 B KB Lok 7 3 2
FA G FEL(P<0.05), 4#£:CYP2D6 exon | C/T188 3K % M4 T v I sofkod 4 ofn 25 5% B RN IR VT 2, *F T T/T R &4
SR T SEvfom 34 57 BT VA be K ASHE A B, 35 m KASHE ) 47 R ARk B A 08 97 R R & BB s 97 5 % CIC R B m 4 T
FAITE G ARIE R B RRA BT IR RV B T R i S S E B R A R R,

KR Tk ;CYP2D6; A I % A b 4y 4 5Lt 5 b 25 R

Influence of CYP2D6 Gene Polymorphisms on the Blood Concentration of Aripiprazole and Therapeutic
Efficacies
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China;2. Shenzhen Key Lab for Psychological Healthcare, Guangdong Shenzhen 518020, China)

ABSTRACT OBJECTIVE: To explore the influence of cytochrome Py CYP2D6 gene polymorphisms on the blood concentration
and therapeutic efficacies of aripiprazole, and to provide reference for individual administration of antipsychotic drug. METHODS::
84 schizophrenia patients received treatment of aripiprazole for 4 weeks. The gene polymorphism of CYP2D6 exon [ C/T188 in 84
patients were detected with PCR-RFLP. Trough concentration of aripiprazole was measured by RP-HPLC; and the therapeutic effica-
cies were evaluated with PANSS after 0, 2 and 4 weeks. RESULTS: Among 84 patients, there were 7 patients with C/C genotype
(8.3% ), 43 patients with C/T (51.2% ), and 34 patients with T/T (40.5% ). Blood concentration-dose ratios could be influenced
by genotype of CYP2D6 exon [ C/T188. The blood concentration-dose ratio of C/C genotype was the highest, those of T/T were
the lowest and those of C/T were moderate. There was no significant difference in therapeutic efficacies among 3 genotypes after
the treatment of aripiprazole for 2 weeks, but statistical significances were detected at 4th week (P<<0.05). CONCLUSIONS: The
gene polymorphisms of CYP2D6 exon | C/T188 may be associated with both blood concentration of aripiprazole and therapeutic ef-
ficacies. Patients with T/T genotype might choose higher initial dose; therapeutic regimen should be changed if efficaciesive concen-
tration could not be reached even at higher initial dose. Patients with C/C genotype might choose lower initial dose, so as to reduce
drug toxicity and adverse drug reaction owing to too much high concentration.
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Tab 1 Comparison of basic information among 3 genotype

groups
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SR (T 1s), % 348+83 36.4+10.8 342+53
Wi (T £5) kg 5324125 56.3+10.3 577+118
PANSSI43 (X £5), 5 722467 69.2+10.8 73.6+75
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Tab 2 Comparison of blood concentration (pg/L)/dose[mg/

(kg -+ d)] ratio of aripiprazole among various genotypes of

CYP2D6/C188T (¥t s)
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c/C 7 191.9£53.6 231.1£70.0
C/T 43 186.8£63.1 202.1£61.6
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P 0.017 0.003
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C/T 43 26(60.5) 17(39.5) 33(76.7) 10(23.3)
T/T 34 17(50.0) 17(50.0) 18(52.9) 16(47.1)
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